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Abstract
The American dragonfly genus Orthemis Hagen, 1861 is mainly found in the Neotropical region. Seven 
of 28 taxonomically described species have been reported from Argentina. Chromosome studies per-
formed on this genus showed a wide variation in chromosome number and a high frequency of the 
neoXY chromosomal sex-determination system, although the sexual pair was not observed in all cases. 
This work analyzes the spermatogenesis of Orthemis discolor (Burmeister, 1839), O. nodiplaga Karsch, 
1891 and O. ambinigra Calvert, 1909 in individuals from the provinces of Misiones and Buenos Aires, 
Argentina. Orthemis discolor has 2n=23, n=11+X and one larger bivalent. Orthemis nodiplaga exhibits the 
largest chromosome number of the order, 2n=41, n=20+X and small chromosomes. Orthemis ambinigra 
shows a reduced complement, 2n=12, n=5+neo-XY, large-sized chromosomes, and a homomorphic sex 
bivalent. Fusions and fragmentations are the main evolutionary mechanisms in Odonata, as well as in 
other organisms with holokinetic chromosomes. Orthemis nodiplaga would have originated by nine au-
tosomal fragmentations from the ancestral karyotype of the genus (2n=22A+X in males). We argue that 
the diploid number 23 in Orthemis has a secondary origin from the ancestral karyotype of family Libel-
lulidae (2n=25). The complement of O. ambinigra would have arisen from five autosomal fusions and 
the insertion of the X chromosome into a fused autosome. C-banding and DAPI/CMA3 staining allowed 
the identification of the sexual bivalent, which revealed the presence of constitutive heterochromatin. We 
propose that the chromosome with intermediate C-staining intensity and three medial heterochromatic 
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regions corresponds to the neo-Y and that the neo-system of this species has an ancient evolutionary 
origin. Moreover, we discuss on the mechanisms involved in the karyotypic evolution of this genus, the 
characteristics of the neo sex-determining systems and the patterns of heterochromatin distribution, quan-
tity and base pair richness.

Keywords
Chromosomal evolution, holokinetic chromosomes, heterochromatin characterization, sex-determination 
system

Introduction

Family Libellulidae is characterized by having a modal number 2n=25 (n=12+X) in 
males, an XX/X0 chromosomal sex-determination system and chromosomes that de-
crease gradually in size, with the X chromosome being one of the smaller in the comple-
ment (Mola et al. 1999; Mola 2007; Kuznetsova and Golub 2020). Orthemis Hagen, 
1861 is a common genus of American dragonflies mainly located in the Neotropical re-
gion. Seven of the 28 taxonomically described species have been reported from Argen-
tina (Orthemis aequilibris Calvert, 1909, Orthemis ambinigra Calvert, 1909, Orthemis 
ambirufa Calvert, 1909, Orthemis cultriformis Calvert, 1899, Orthemis discolor (Bur-
meister, 1839), Orthemis nodiplaga Karsch, 1891 and Orthemis phillipi von Ellenrieder, 
2009) (von Ellenrieder 2012; Mauffray and Tennessen 2019; Lozano et al. 2020).

Chromosome studies performed on this genus have revealed two particular char-
acteristics: first, a wide variation in chromosome number, ranging from 2n=7 with 
two bivalents and a trivalent in meiosis (n=2II+1III) in Orthemis levis Calvert, 1906 
to 2n=41 (n=20+X0) in O. nodiplaga, with no species having the characteristic modal 
number 25 of Libellulidae; and, second, a high frequency of neoXYsex-determining 
systems (Cumming 1964; Cruden 1968; Kiauta and Boyes 1972; Ferreira et al. 1979; 
Kiauta 1979; Souza Bueno 1982; Agopian and Mola 1984a). Taking into account the 
small size of the X chromosome in Odonata, the recognition of a heteromorphic sex 
bivalent at the different meiotic stages is difficult, as it depends on both the size of 
the autosome with which it was fused, and the degree of contraction of the bivalents. 
About half of the species in the order with this neoXY system have a homomorphic sex 
bivalent in males, including the species of Orthemis (Oksala 1943; Cumming 1964; 
Kiauta 1971, 1972, 1979; Ferreira et al. 1979; Souza Bueno 1982; Mola 1996; Pere-
pelov et al. 1998; Perepelov and Bugrov 2002).

In Odonata, as in most organisms with holokinetic chromosomes, karyotype evo-
lution might have occurred through fusions and fragmentations. Both types of rear-
rangements are favored because no limitations are imposed by the centromere (Kiauta 
1969b; Mola and Papeschi 2006; Mola 2007; Kuznetsova and Golub 2020).

The heterochromatin is one of the key components of the genome and its biol-
ogy is based on both the repetitive DNA sequences and the proteins specifically 
bound to this DNA. Although many of the structural and functional characteristics 
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of heterochromatin remain to be elucidated, there is evidence that its content and dis-
tribution affect DNA replication, modulate chromosome structure, and play a role in 
karyotypic evolution, gene expression and differentiation, and in genome organization 
and evolution (Hennig 1999; Redi et al. 2001; Straub 2003). The C-banding staining 
technique is frequently used to detect heterochromatin, allowing the visualization of 
most of the constitutive heterochromatin segments. The use of base-specific fluoro-
chromes improves the characterization of heterochromatic regions with regard to their 
relative enrichment with AT or GC base pairs. The most widely used fluorochromes are 
CMA3 and DAPI, which preferentially stain GC- and AT-rich DNA zones, respectively.

The heterochromatin in monocentric chromosomes is mainly located in centro-
meric and nucleolar organizer regions (NORs), while in holokinetic chromosomes it 
is predominantly located in the telomeric regions, with variations in base pair rich-
ness and distribution among different holokinetic systems (Mola and Papeschi 2006). 
Almost 80 species of Odonata have been studied with C-banding, of which 75% be-
long to seven families of Anisoptera and the rest to six families of Zygoptera. Libelluli-
dae includes the greatest number of species analyzed (about 33% of the total).

C-banding revealed that, in general, autosomes present heterochromatic blocks in 
both telomeric regions. These blocks are small or large, symmetric or asymmetric. The 
free sex chromosome of males is entirely C-positive, shows intermediate staining, or 
has C-positive bands only located in terminal or interstitial regions (Suzuki and Saitoh 
1988; Perepelov et al. 1998, 2001; Nokkala et al. 2002; Perepelov and Bugrov 2002; 
Walia and Chahal 2014; Kuznetsova et al. 2018; Walia and Devi 2018). In about half of 
the species so far analyzed, the X chromosome is entirely C-positive, which is consistent 
with its allocycly (facultative heterochromatinization) during male meiosis and reflects 
a different degree of condensation rather than the presence of constitutive chromatin.

In terms of base pair richness, it may be AT-rich or GC-rich, with variations be-
tween species, chromosomes of the same species and even within the same chromo-
some (Grozeva and Marinov 2007; De Gennaro et al. 2008; Walia and Katnoria 2017; 
Walia and Chahal 2018, 2019, 2020; Walia et al. 2018a, 2018b; Walia and Somal 
2019; Walia and Devi 2020).

Taking into account the broad karyotypic variation observed within Orthemis and 
aiming to elucidate the mechanisms involved in the karyotypic evolution of this genus, 
our study analyzes the meiotic development, karyotype and patterns of heterochroma-
tin distribution, quantity and base pair richness in Orthemis discolor, O. ambinigra and 
O. nodiplaga. In addition, we identify the homomorphic neo-XY sex pair of O. ambin-
igra with C-banding and fluorescent staining and propose a hypothesis of its origin.

Methods

The present study was performed on nine adult males of Orthemis discolor: three 
males from Santo Pipó (27°08'28"S, 55°24'32"W), five males from Parque Nacional 
Iguazú (25°41'35"S, 54°26'12"W) and one male from María Magdalena (26°14'15"S, 
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54°36'13"W) (Misiones Province), three adult males of O. nodiplaga from Parque Pereyra 
Iraola (34°50'38"S, 58°08'56"W) (Buenos Aires Province) and 19 adult males of O. am-
binigra: 14 males from Delta del Paraná (34°25'15"S, 58°32'31"W) (Buenos Aires Prov-
ince) and five males from Parque Nacional Iguazú (25°41'35"S, 54°26'12"W) (Misiones 
Province), Argentina. Administración de Parques Nacionales, Argentina, issued the per-
mit for collection and transport of material from the Parque Nacional Iguazú.

The specimens were etherized in the field, a dorsal longitudinal cut in the abdo-
men was made and they were whole fixed in 3:1 (absolute ethanol: glacial acetic acid). 
Later, the gonads were dissected out and placed in fresh fixative for one day and stored 
in 70% ethanol at 4 °C. For meiotic studies a piece of gonad was placed in 45% ace-
tic acid for 2 or 3 min to facilitate cell spreading and slides were made by the squash 
method in iron propionic hematoxylin.

C-Banding, fluorescent staining with CMA3 (chromomycin A3) and DAPI (4’-6-di-
amidino-2-phenylindole) and Feulgen staining were carried out on unstained slides. 
A piece of gonad was squashed in 45% acetic acid, the cov erslip was removed by the 
dry-ice method and the slide was air-dried. For C-banding, slides were first dehydrated 
in absolute ethanol, followed by hydrolysis with 0.2N HCL at 60 °C for 30–60 sec., 
then, they were treated with a saturated solution of Ba(OH)2 at room temperature 
for 15–20 min., incubated in 2XSSC at 60 °C for 1 h, stained with 2% Giemsa in 
Phosphate Buffer at pH 6.8, washed in tap water, air-dried and mounted (Giraldez et 
al. 1979). The sequential DAPI-CMA3 banding was performed using the technique 
described by Rebagliati et al. (2003). For Feulgen staining, slides were washed twice 
in distilled water for 10 min each, and then air-dried and hydrolyzed in 5 N HCl at 
25 °C for 60 min. This was followed by washing twice in distilled water for 10 min 
each, air-drying, staining with Schiff’s reagent for 2 h in the dark, washing twice in 
SO2 water for 10 min each, air-drying, washing twice in distilled water for 5 min each, 
air-drying and mounting.

Results

Orthemis discolor presents 2n=23, n=11+X, with no chromosomal differences between 
locations. At spermatogonial prometaphase the X chromosome, a pair of small chro-
mosomes (m chromosomes), and one larger pair are distinguished (Fig. 1A). At both 
spermatogonial prometaphase and metaphase, the chromosomes always show thin as-
sociations between some telomeric regions.

At early prophase I, the X chromosome is isopycnotic or slightly negatively hetero-
pycnotic and is separated from the chromatin mass formed by the autosomes (Fig. 1B). 
At pachytene, the X chromosome is isopycnotic or slightly positively heteropycnotic 
and is located near to the nuclear periphery, associated with the telomeric regions of 
some autosomes (Fig. 1C). At diakinesis and prometaphase I, bivalents present one 
subterminal chiasma. At this stage, a large bivalent and the m bivalent – of similar 
size to that of the X chromosome – are distinguished, while the rest of the bivalents 
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decrease gradually in size (Fig. 1D, E). The X chromosome divides equationally at 
anaphase I and there are 12 chromosomes in all cells during the second division. At 
prophase II, the autosomes adopt a ε shape (Fig. 1F) and at metaphase II, the X chro-
mosome is somewhat separated from the autosomes on the equatorial plate (Fig. 1G).

Orthemis nodiplaga presents 2n=41, n=20+X (Agopian and Mola 1984a). The 
study of new specimens allowed us to confirm previous results and describe the mei-
otic stages. At spermatogonial metaphase the chromosomes vary in size, and the X 
chromosome is distinguished because it is the largest of the complement (See Fig. 2 in 
Agopian and Mola 1984a).

Figure 1. Orthemis discolor A spermatogonial prometaphase B zygotene C pachytene D diakinesis 
E prometaphase I F prophase II G metaphase II. Arrowheads point X chromosome. White arrows point 
m chromosomes. Black arrows point larger pair. Scale bar: 10 µm.
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At pachytene, the X chromosome is isopycnotic or slightly positively heteropyc-
notic and at late pachytene, the bivalents show separate telomeric zones (Fig. 2A, B). 
From diplotene onward, the bivalents exhibit one subterminal chiasma, and less often, 
one medial chiasma (Fig. 2C). At diakinesis and prometaphase I, the bivalents decrease 
slightly in size, no m bivalent is distinguished and the X chromosome is of similar size 
to that of medium bivalents (Fig. 2D, E). All the metaphases II exhibit 21 chromo-
somes and the X chromosome is separated from the autosomes (Fig. 2F). The bivalents 
of this species are smaller than those of O. discolor (Fig. 2G, H).

Figure 2. Orthemis nodiplaga (A–F) and meiotic karyotypes of Orthemis species (G–I) A pachytene B late 
pachytene C diplotene D diakinesis E prometaphase I F metaphase II G O. discolor (from Fig. 1E) H O. nodipl-
aga (from Fig. 2E) I O. ambinigra (from Fig. 3H). Arrowheads point X chromosomes. Scale bar: 10 µm.
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Orthemis ambinigra presents 2n=12 and n=5+neo-XY, with no chromosomal dif-
ferences between individuals from distinct geographical locations. At spermatogonial 
prometaphase, the chromosomes are of similar size (Fig. 3A).

At early pachytene, no positive heteropycnotic bodies are observed and biva-
lents are often arranged in a bouquet (Fig. 3B). At mid and late pachytene, one bi-
valent shows a small interstitial loop (Fig. 3C, D). At diplotene and diakinesis, the 
six bivalents are homomorphic and present one subterminal chiasma, and one or 
unusually two bivalents seldom show two terminal chiasmata (Fig. 3E–G). At pro-
metaphase I, two slightly larger bivalents are identified, and none of the six bivalents 
are heteromorphic (Fig. 3H). The bivalents of this species are comparable to the 
largest bivalent of O. discolor (Fig. 2G, I). The low number of bivalents and long du-
ration of anaphase I (as indicated by the large number of cells at this stage) allowed 
us to perform a detailed analysis. At early anaphase, chromatids that migrate to the 
same pole lie approximately parallel to the equatorial plane, with the two medial 
telomeric regions held together and moving a little ahead. The two outer telomeric 
regions are connected by thin chromatin threads to the outer telomeric regions that 
migrate to the other pole, and exceptionally, there may be thin chromatin threads 
between the medial telomeric regions (Fig. 3I). The DNA presence in the threads 
was confirmed with Feulgen staining (Fig. 3J). These chromatin threads remain 
until late telophase (Fig. 3K). There is no true interkinesis because chromosomes do 
not undergo complete despiralization. At prophase II, the chromatids remain joined 
by the same telomeric regions as at anaphase I and adopt the characteristic ε shape 
(Fig. 3L). At prometaphase II, the free telomeres of the chromatids with ε shape get 
close to the central ones, which remain associated with each other and adopt an 8 
shape (Fig. 3M). Later chromatids rotate so that U-shaped chromosomes face the 
poles at metaphase II and persist in this arrangement in anaphase II, where thin 
chromatin threads attached to chromosome ends moving poleward are observed 
again (Fig. 3N, O).

Heterochromatin characterization

Orthemis discolor exhibits C-positive bands in the telomeric region of all bivalents, 
either symmetric or asymmetric, in the scarce pachytenes and diakinesis able to be 
analyzed (data not shown).

Orthemis nodiplaga has small DAPI bright bands in the telomeric region of all the 
chromosomes except in the telomeric region of a pair of chromosomes that shows one 
DAPI dull/CMA3 bright band at zygotene-pachytene (DAPI dull band not shown) 
(Fig. 4A, B).

In O. ambinigra the fluorescent banding indicates that from pachytene onward, the 
telomeric regions of all bivalents present DAPI bright/CMA3 bright bands (Fig. 4C–F). 
At diakinesis, a heteromorphic bivalent is observed; one of the homologues shows a 
DAPI bright/CMA3 bright staining, which is slightly less intense than that in the telo-
meric region (Fig. 4E, F).
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Figure 3. Orthemis ambinigra A spermatogonial prometaphase B bouquet stage C pachytene D  late 
pachytene E diplotene F early diakinesis with one bivalent with two terminal chiasmata G diakine-
sise H prometaphase I I early anaphase I J early anaphase I (Feulgen staining) K medium anaphase I 
L prophase II M prometaphase II N early anaphase II O anaphase II. Asterisks point interstitial loop. 
Black arrows point bivalent with two chiasmata. Scale bar: 10 µm.
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In Orthemis ambinigra, all chromosomes at spermatogonial prometaphase show 
C-positive bands in the telomeric region and a few chromosomes have a C-positive 
band adjacent to this region; some chromosomes also exhibit a C-positive bands in 
their interstitial region, which are less stained than those in the telomeric region, and 
one chromosome exhibit two interstitial bands slightly separated. In addition, one chro-

Figure 4. DAPI/CMA3 staining of Orthemis nodiplaga (A, B) and Orthemis ambinigra (C–F) A, B zygotene 
C, D pachytene E, F diakinesis. Arrow points to DAPI dull/CMA3 bright band. Empty arrowheads point 
to small DAPI bright bands. White arrowheads point to neo-XY bivalent. Scale bar: 10 µm.



Liliana M. Mola et al.  /  CompCytogen 15(4): 355–374 (2021)364

mosome shows intermediate C-staining intensity along its length, where two or three 
darker regions can be distinguished (Fig. 5A). Also at this stage, several chromosomes 
show nonspecific associations between telomeric C bands. At zygotene, the C-positive 
regions show polarization at the nuclear periphery and this bouquet arrangement per-
sists through pachytene (Fig. 5B, C). During diplotene, bivalents show a single C-band 
in the telomeric region and there are associations between the bands of different chro-
mosomes (Fig. 5D–F). From mid-diplotene onward, one of the larger bivalents is het-
eromorphic, one homologue has C-positive bands in the telomeric region and the other 
one is almost completely C-positive. In the latter, at this stage, staining allows visualizing 
three large interstitial and closely located C-bands, besides the telomeric bands (Fig. 
5E, F). From diakinesis onward, these three bands are unified into one band due to 
chromosome condensation (Fig. 5G, H). At anaphase I each chromosome presents four 
C-bands; the central ones are very close to each other and the outer ones are connected 
to those of the chromosome moving to the opposite pole by thin chromatin threads (Fig. 
5I). At metaphase II, the chromosomes present terminal C-bands and the chromatid of 
one chromosome is entirely C-positive (Fig. 5J).

Figure 5. C-Banding of Orthemis ambinigra A spermatogonial prometaphase B zygotene C pachy-
tene D early diplotene E, F diplotene G diakinesis H prometaphase I I early anaphase I J metaphase 
II. Arrowheads point to neo-XY bivalent/chromosomes. Black arrows point subterminal and interstitial 
bands. Scale bar: 10 µm.
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Discussion

Karyotype evolution in the genus Orthemis

None of the species studied showed the modal chromosome number of the family Libelluli-
dae (2n=25, n=12+X in males), while the complement 2n=23/24, n=11+X0/11+XX (male/
female) is present in 50% of the species (Table 1). Kiauta and Boyes (1972) assumed that 
the typical number of the genus would be of primary origin, as opposed of being derived 
from the modal number of the family. However, the presence of a larger bivalent in some 
species (see below) suggests that this complement derived from the typical complement of 
the family and originated in the common ancestor of the genus by an autosomal fusion.

In the genus Orthemis there is a tendency towards reduction in chromosome num-
ber through fusions. Orthemis nodiplaga seems to be the exception, in which the karyo-

Table 1. Chromosomal data of Orthemis species.

Specie 2n n N Locality References
Orthemis levis 
Calvert, 1906

7 2 II+1III 2 Arround Buena Vista, Santa Cruz Department, Bolivia Cumming 1964

Orthemis sp.† 10 4+neo-XY 4 Near Buena Vista, Santa Cruz Department, Bolivia Cumming 1964 as 
O. ferrugínea

O. aequilibris 
Calvert, 1909

12 5+neo-XY 1 Borro-Borro, Paramaaribo District, Surinam Kiauta 1979

O. ambinigra 
Calvert, 1909

12 5+neo-XY 14 Delta del Paraná, Buenos Aires Province, Argentina Agopian and Mola 1984b, 
5 Parque Nacional Iguazú, Misiones Province, Argentina Mola 2007, this work

O. biolleyi 
Calvert, 1906

23 11+X0 – Eastern Bolivia Cumming 1964

O. cultriformis 
Calvert, 1899

23 11+X0 – Eastern Bolivia Cumming 1964
3 Cruzeiro do Sul, Acre State, Brazil Ferreira et al 1979

O. discolor 
(Burmeister, 1839)

11+X0 1 Zanderij, Para District, Surinam Kiauta 1979 as O. 
ferruginea23 11+X0† 4 Zanderij, Para District, Surinam

(25) (11+neo-XY)†

(10+neo-XY)†

23 11+X0 1 Cieneguilla, Lima Province, Perú Kiauta and Boyes 1972
as O. ferruginea24 F – 1

11+X0 2 Rio Claro, São Paulo State, Brazil Ferreira et al. 1979 as 
O. ferruginea

11+X0 2 Borecéia, São Paulo State, Brazil Souza Bueno 1982 as 
O. ferruginea11+X0 1 Florianopolis, Santa Catarina State, Brazil

23 11+X0 3 Santo Pipó, Misiones Province, Argentina Mola 2007, this work,
23 11+X0 5 Parque Nacional Iguazú, Misiones Province, Argentina This work
23 11+X0 1 María Magdalena, Misiones Province, Argentina This work

O. ferruginea 
(Fabricius, 1775)

23 11+X0 – Central Texas State, US Cumming 1964
– Marshall Co., Oklahoma State, US Cruden 1968

O. ferruginea or 
O. discolor‡

23 11+X0 – Tikal, Peten Department, Guatemala Cruden 1968

Unnamed 
Antillean form sp.‡

23 11+X0 – Commonwealth Dominica Cruden 1968

O. nodiplaga 
Karsch, 1891

41 20+X0 2 Parque Peryra Iraola, Buenos Aires Province, Argentina Agopian and Mola 1988
1 Buenos Aires City, Argentina
3 Parque Peryra Iraola, Buenos Aires Province, Argentina This work

Notes: N: Number of individuals analyzed; F: female; † See Discussion; ‡ According to Donnelly (1995) and Paulson (1998).
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type derived from nine autosomal fragmentations within the ancestral karyotype of 
the genus that became fixed, while two pairs of autosomes were not fragmented. It 
is worthwhile to mention that the X chromosome remained intact despite the high 
number of fragmentations, and turned out to be the largest chromosome of the com-
plement of this species (Agopian and Mola 1984a; this work).

The modal chromosome number is present in five species (Table 1). Orthemis dis-
color and O. ferruginea (Fabricius, 1775) represent an extremely similar, closely related 
sibling species pair occurring in sympatry from southern US to Costa Rica (Don-
nelly 1995; Paulson 1998). This raises questions about the identity of the species from 
Guatemala analyzed by Cruden (1968) and also if the species described by Cumming 
(1964) from Central Texas is O. ferruginea (Table 1).

Orthemis discolor is the most cytogenetically studied species. Kiauta (1979) report-
ed two morphs from Surinam, one with the modal complement and the other with 
variations in the chromosome number and in the sex-determining system (Table 1). In 
the latter, the neo-XY found in 25% of the cells is indistinguishable. The fact that the 
author expressed the results as a percentage of cells from all four specimens prevents 
us from knowing if some individuals had neo-XY and others X0 or if both types of sex 
chromosomes were present in all the individuals, though the latter assumption seems 
much less likely.

Orthemis discolor and O. cultriformis exhibit a distinguishable largest pair (Cum-
ming 1964; Kiauta and Boyes 1972; Ferreira et al. 1979; Kiauta 1979; Souza Bueno 
1982; this work). Cumming (1964) and Cruden (1968) do not provide a detailed 
analysis of the autosomal karyotype for O. ferruginea, O. biolleyi Calvert, 1906 and the 
unnamed Antillean form species.

The four remaining species show a markedly reduced complement, 2n=7 in 
Orthemis levis, 2n=10 in Orthemis sp. and 2n=12 in O. aequilibris and O. ambinigra, 
originated by fusions between autosomes or an autosome and the X chromosome 
(Table 1). The individuals from Bolivia with 2n=10 described by Cumming (1964) 
as O. ferruginea do not correspond to this species. Orthemis ferruginea is found in 
North America and occur in Central America as far as to Costa Rica (Donnelly 1995; 
Paulson 1998).

We propose that the complement of O. ambinigra originated from the ancestral 
karyotype of the genus (2n=22+X) by five fusions of non-homologous autosomes in 
pairs, which eventually became fixed in the population, and by the interstitial inser-
tion of the X chromosome in one of them leading to the neo-XY system (see below). 
The autosomal fusions occurred between chromosomes of different size, giving rise 
to a karyotype with chromosomes of similar size, where the largest autosomal pair 
of the ancestral karyotype remained unchanged. All or a large proportion of the 
telomeric heterochromatin would have been lost in the course of the multiple fu-
sions that originated this complement. This is reflected in the current karyotype by 
the absence of interstitial heterochromatin in the chromosomes; in the few cases 
where the interstitial heterochromatin is present, it is less conspicuous than that in 
the telomeric regions.
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Heterochromatin distribution, quantity and base pair richness

In Odonata, heterochromatin characterization has been mainly carried out using C-
banding and in a less extent with DAPI/CMA3 staining. Most species present hetero-
chromatic blocks in both telomeric regions of the autosomes (Frankovič and Jurečič 
1989; Prasad and Thomas 1992; Perepelov et al. 1998, 2001; Perepelov and Bugrov 
2001, 2002; Nokkala et al. 2002; Grozeva and Marinov 2007; Mola 2007; Walia et 
al. 2011, 2016a, 2018a, 2018b; Walia and Chahal 2014, 2018, 2019, 2020; Walia 
and Katnoria 2017, 2018; Kuznetsova et al. 2018, 2020; Walia and Devi 2018, 2020; 
Walia and Somal 2019; this work). There are exceptions, where some or all the chro-
mosomes of the complement show blocks in only one telomeric region or some chro-
mosomes lack heterochromatin (Prasad and Thomas 1992; Perepelov et al. 2001; Walia 
et al. 2016b; Walia and Katnoria 2017; Kuznetsova et al. 2018, 2020; Walia and Devi 
2018). The amount quantity of heterochromatin may vary from large blocks to tiny 
ones. In turn, these blocks may be symmetric (of equal size in both telomeric regions) or 
asymmetric (Perepelov et al. 1998). Species having a large amount quantity of hetero-
chromatin show natural banding similar to C-banding in telomeric heterochromatin 
zones, as is the case of Brachymesia furcata (Hagen, 1861) (Agopian and Mola 1988). 
The presence of distinct heterochromatic blocks in all autosomes is the most common 
feature, which is also observed in the three especies of Orthemis studied herein.

A few species possess interstitial or subtelomeric blocks. The subtelomeric blocks, 
distinguished at pachytene or spermatogonial prometaphase, are usually small and are 
seen in some or all of the bivalents. As chromosome condensation proceeds, these 
blocks fuse with those in the telomeric region into a single block (Perepelov et al. 1998, 
2001; Nokkala et al. 2002; Kuznetsova et al. 2018, 2020). The interstitial blocks are 
found in one or a few chromosomes and are detected until late prophase I (Perepelov et 
al. 1998; Walia et al 2016a, 2016b; Kuznetsova et al. 2018; Walia and Katnoria 2018). 
Orthemis ambinigra has both subtelomeric and interstitial blocks, the latter would be 
remnants of the multiple fusions that originated its reduced chromosome complement.

In Odonata, base-specific fluorochromes (DAPI/CMA3) have been scarcely used 
for heterochromatin characterization. Somatochlora borisi Marinov, 2001 presents 
bright bands in the telomeric region of most bivalents with variable base pair richness, 
each one being AT- or GC-rich even in the same chromosome (Grozeva and Marinov 
2007). In some Anisoptera and Zygoptera species collected from India, the hetero-
chromatin in the terminal bands show variation in base pair richness. They are mainly 
AT- and GC-rich or only AT-rich (Walia and Katnoria 2017; Walia and Chahal 2018, 
2019, 2020; Walia et al. 2018a, 2018b; Walia and Somal 2019; Walia and Devi 2020). 
Orthemis ambinigra, herein studied, also shows large bands of telomeric heterochro-
matin with interspersed AT- and GC-rich blocks (equally localized DAPI and CMA3 
bright bands). Orthemis nodiplaga, as well as Erythrodiplax nigricans (Rambur, 1842), 
has small heterochromatic AT-rich bands in the telomeric region of all chromosomes, 
except for one GC-rich band in a telomeric region of one pair of chromosomes (De 
Gennaro et al. 2008; this work). Coryphaeschna perrensi (McLachlan, 1887) shows only 
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one GC-rich band in the telomeric region of the largest pair, in this pair a correlation 
was established between the nucleolar organiser region (NOR) and the GC-rich band 
(De Gennaro et al. 2008). The association between GC-rich bands and NORs is fre-
quent in insects with holokinetic chromosomes (Mola 2007; De Gennaro et al. 2008). 
The GC-rich telomeric band of O. nodiplaga and E. nigricans might correspond to the 
nucleolus organizer region as well.

Despite the small number of studies using fluorescent staining, our results support 
the hypothesis that the telomeric heterochromatin of Odonata has a heterogeneous 
base pair richness (Mola 2007).

Characterization and origin of the neo-XY in Orthemis ambinigra

In Odonata, the recognition of a heteromorphic sex bivalent in all meiotic stages is 
difficult, and about half of the species with this neo sex chromosomes system have 
a homomorphic sex bivalent in males. Its presence is inferred by the even number 
of chromosomes in the spermatogonial cells, the absence of a univalent in the first 
meiotic division and the absence of a chromosome that migrates ahead in the second 
meiotic division, which is a characteristic behavior of the free X chromosome in most 
of the species studied. In Aeshna grandis (Linnaeus, 1758), for instance, the sex biva-
lent is heteromorphic in both the first and second meiotic divisions, but in Erythro-
diplax media Borror, 1942 the heteromorphism of the sex bivalent is recognized only 
at diplotene and diakinesis because it is masked by strong chromosome contraction at 
metaphase I (Oksala 1943; Kiauta 1969a; Mola 1996; Perepelov and Bugrov 2002).

The heterochromatin characterization of the neoXY has only been performed in three 
species of Aeschna Fabricius, 1775 (Perepelov et al. 1998; Perepelov and Bugrov 2002). 
Perepelov and Bugrov (2002) conclude that the formation of the neo-XY/neo-XX system 
in three Aeschna species was accompanied by the heterochromatinization of the autosomal 
regions of the neo-X and neo-Y, though these chromosomes are partially heterochromatic.

Several authors hypothesized that the evolution of the sex chromosomes of differ-
ent insect orders such as orthopterans, lepidopterans and dipterans included total or 
partial loss of recombination, inactivation or loss of genes and progressive accumula-
tion of repetitive DNAs and heterochromatinization of the Y (or W) or neo-Y chro-
mosomes (Fuková et al. 2005; Vitková et al. 2007; Kaiser and Bachtrog 2010; Castillo 
et al. 2010a, 2010b, 2014; Bidau et al. 2011; Sahara et al. 2012; Zhou et al 2013; 
Palacios-Gimenez et al. 2015, 2018; Jetybayev et al. 2017; Buleu et al. 2020). The first 
step in Y chromosome degeneration is determined by the accumulation of transpos-
able elements and their enrichment along a degenerating Y chromosome could explain 
the shift from euchromatic to heterochromatic chromatin structure (Steinemann and 
Steinemann 1998; Charlesworth et al. 2005).

Taking this into account, we propose that in O. ambinigra the chromosome most-
ly C-positive, with three large interstitial regions and two telomeric C-bands should 
correspond to the neo-Y chromosome. Besides, we propose that the bivalent that at 
pachytene presents a submedial loop should be the neo-XY. This loop may correspond 
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to the original X chromosome of the neo-X, with no homology in the neo-Y. Likewise, 
the chromosome at mitosis with two interstitial C-positive bands slightly separated 
and telomeric C-bands should also correspond to the neo-X. These submedial bands 
could delimit the site of insertion of the original X into one of the fused autosomes, 
thus indicating that the X telomeric heterochromatin was not completely lost due to 
insertion (Fig. 6). We propose that the sex chromosomes should correspond to a fused 
pair due to its large size. An alternative hypothesis of the origin of this neo-system 
could be that the fusion of the X chromosome with an autosome (forming a neo-X 
chromosome) occurred first, and this was followed by the fusion of both members of 
another autosomal pair to the neo-X and neo-Y. The first hypothesis appears to be 
the most plausible, providing the most parsimonious explanation for the origin of the 
neo-system. Since the fusion of the two homologous with other two chromosomes 
(neo-X, neo-Y) in the same orientation is less evolutionary probable than the insertion 
of the X chromosome in a fused chromosome, which had previously become structural 
homozygous by crossing. In contrast to the results reported by Perepelov and Bugrov 
(2002) for the species of Aeschna, in our study O. ambinigra showed no evidence of 
heterochromatinization of the autosomal region of the neo-X.

Given that in O. ambinigra the bivalents present a single subterminal chiasma, the 
differentiation of the neo-Y from the homologous autosomal region of the neo-X would 
be facilitated by the accumulation of repetitive DNA sequences, which can modify 
chromatin structure leading to its heterochromatinization. On this basis, the presence 
of three interstitial blocks of heterochromatin in the neo-Y may indicate an advanced 
evolutionary stage of a neo-XX/neo-XY sex determination system in this species.

Acknowledgements

This work was supported by grants from the National Council of Scientific and Tech-
nological Research (CONICET, PIP 112-201201-00107) and University of Buenos 
Aires (UBA, 20020130100694BA) to L. Mola and L. Poggio. Our sincere gratitude to 

Figure 6. Diagram of the chromosome rearrangements that could give rise to the neo-X and neo-Y 
chromosomes of Orthemis ambinigra.



Liliana M. Mola et al.  /  CompCytogen 15(4): 355–374 (2021)370

Dr. J. Muzón for his invaluable collaboration in the tentative identification of Orthemis 
species analyzed in the bibliography according to their geographical distribution. We 
wish to thank Drs. A. Rodrigues Capítulo and Javier Muzón for his advice in the tax-
onomy of the specimens included in the study.

References

Agopian SS, Mola LM (1984a) An exceptionally high chromosome number in Orthemis nodipl-
aga Kersch (Anisoptera, Libellulidae). Notulae Odonatologicae 2(3): 45.

Agopian SS, Mola LM (1984b) Bandeo C en Odonata. Abstracts of papers of the XV Congreso 
de la Sociedad Argentina de Genética. Corrientes, September 10–14, 1984, 17.

Agopian SS, Mola LM (1988) Intra and interspecific karyotype variability in five species of 
Libellulidae (Odonata, Anisoptera). Caryologia 41(1): 69–78. https://doi.org/10.1080/00
087114.1988.10797849

Bidau CJ, Marti DA, Castillo ER (2011) Inexorable spread: inexorable death? The fate of 
neo-XY chromosomes of grasshoppers. Journal of Genetics 90: 397–400. https://doi.
org/10.1007/s12041-011-0108-4

Buleu O, Jetybayev I, Mofidi-Neyestanak M, Bugrov A (2020) Karyotypes diversity in some 
Iranian Pamphagidae grasshoppers (Orthoptera, Acridoidea, Pamphagidae): new insights 
on the evolution of the neo-XY sex chromosomes. Comparative Cytogenetics 14(4): 549–
566. https://doi.org/10.3897/compcytogen.v14.i4.53688

Castillo ER, Bidau CJ, Martí DA (2010a) Neo-sex chromosome diversity in Neotropical mel-
anopline in grasshoppers (Melanoplinae, Acrididae). Genetica 138: 775–786. https://doi.
org/10.1007/s10709-010-9458-8

Castillo ER, Martí DA, Bidau CJ (2010b) Sex and neo-sex chromosomes in Orthoptera: a review. 
Journal of Orthopteran Research 19: 213–231. https://doi.org/10.1665/034.019.0207

Castillo ER, Tafarel A, Martí DA (2014) The early evolutionary history of neo-sex chromosomes 
in Neotropical grasshoppers, Boliviacris noroestensis (Orthoptera: Acrididae: Melanoplinae). 
European Journal of Entomology 111: 321–327. https://doi.org/10.14411/eje.2014.047

Charlesworth D, Charlesworth B, Marais G (2005) Steps in the evolution of heteromorphic sex 
chromosomes. Heredity 95: 118–128. https://doi.org/10.1038/sj.hdy.6800697

Cruden RW (1968) Chromosome numbers of some North American dragonflies (Odonata). 
Canadian Journal of Genetics and Cytology 10: 200–214. https://doi.org/10.1139/g68-029

Cumming RB (1964) Cytogenetic studies in the order Odonata. PhD thesis, University of 
Texas, Austin, 93 pp.

De Gennaro D, Rebagliati PJ, Mola LM (2008) Fluorescent banding and meiotic behaviour in 
Erythrodiplax nigricans (Libellulidae) and Coryphaeschna perrensi (Aeschnidae) (Anisoptera, 
Odonata). Caryologia 61: 60–67. https://doi.org/10.1080/00087114.2008.10589610

Donnelly N (1995) Orthemis ferruginea – An adventure in Caribbean biogeography. Argia 7(4): 
9–12.

Ferreira A, Kiauta B, Zaha A (1979) Male germ cell chromosomes of thirty-two Brazilian drag-
onflies. Odonatologica 8: 5–22.

https://doi.org/10.1080/00087114.1988.10797849
https://doi.org/10.1080/00087114.1988.10797849
https://doi.org/10.1007/s12041-011-0108-4
https://doi.org/10.1007/s12041-011-0108-4
https://doi.org/10.3897/compcytogen.v14.i4.53688
https://doi.org/10.1007/s10709-010-9458-8
https://doi.org/10.1007/s10709-010-9458-8
https://doi.org/10.1665/034.019.0207
https://doi.org/10.14411/eje.2014.047
https://doi.org/10.1038/sj.hdy.6800697
https://doi.org/10.1139/g68-029
https://doi.org/10.1080/00087114.2008.10589610


High karyotypic variation in Orthemis (Odonata) 371

Francovič M, Jurečič R (1989) Comparative cytogenetic analysis of karyotype morphology and 
organization in males of species Libellula depressa L. and L. fulva Müll. (Insecta: Odonata). 
Periodicum Biologorum 91(1): 32–33.

Fuková I, Nguyen P, Marec F (2005) Codling moth cytogenetics: Karyotype, chromosomal 
location of rDNA, and molecular differentiation of sex chromosomes. Genome 48(6): 
1083–1092. https://doi.org/10.1139/g05-063

Giraldez R, Cermeno MC, Orellana J (1979) Comparison of C-banding pattern in the chro-
mosomes of inbred lines and open pollinated varieties of rye. Zeitschrift fur Pflanzenzüch-
tung 83: 40–48.

Grozeva SM, Marinov MG (2007) Cytogenetic study of Somatochlora borisi Marinov, 2001 
(Odonata: Corduliidae), and three relative species. Acta Zoologica Bulgarica 59(1): 53–58.

Hennig W (1999) Heterochromatin. Chromosoma 108: 1–9. https://doi.org/10.1007/
s004120050346

Jetybayev IY, Bugrov AG, Ünal M, Buleu OG, Rubtsov NB (2017) Molecular cytogenetic 
analysis reveals the existence of two independent neo-XY sex chromosome systems in Ana-
tolian Pamphagidae grasshoppers. BMC Evolutionary Biology 17(Suppl. 1): e20. https://
doi.org/10.1186/s12862-016-0868-9

Kaiser VB, Bachtrog D (2010) Evolution of Sex Chromosomes in Insects. Annual Review of 
Genetics 44: 91–112. https://doi.org/10.1146/annurev-genet-102209-163600

Kiauta B (1969a) Sex chromosomes and sex determining mechanisms in Odonata, with a re-
view of the cytological conditions in the family Gomphidae, and reference to the karyotyp-
ic evolution in the order. Genetica 40(2): 127–157. https://doi.org/10.1007/BF01787346

Kiauta B (1969b) Autosomal fragmentations and fusions in Odonata and their evolutionary 
implications. Genetica 40(2): 158–180. https://doi.org/10.1007/BF01787347

Kiauta B (1971) Studies on the germ cell chromosome cytology of some cytotaxonomically 
interesting or hitherto not studied Odonata from the autonomous region Friuli-Venezia 
Giulia (northern Italy). Atti del Museo civico di Storia naturale di Trieste 27: 65–127.

Kiauta B (1972) Notes on new or little known dragonfly karyotypes, 2. Male germ cell chromo-
somes of four East Mediterranean species: Lestes barbarus (Fabricius), Calopteryx splendens 
amasina Bartenev (Zygoptera: Lestidae, Calopterygidae), Caliaeschna microstigma (Schnei-
der) and Orthetrum taeniolatum (Schneider) (Anisoptera: Aeshnidae, Libellulidae). Genen 
en Phaenen 15: 95–98.

Kiauta B (1979) The karyotypes of some Anisoptera from Surinam. Odonatologica 2: 267–283.
Kiauta B, Boyes JW (1972) Cytology of ten South American Libellulidae, with cytophylo-

genetic consideration of the genera Orthemis Hagen and Erythrodipax Brauer (Odonata, 
Anisoptera). Genetica 43(3): 407–421. https://doi.org/10.1007/BF00156136

Kuznetsova VG, Golub NV (2020) A checklist of chromosome numbers and a review of kar-
yotype variation in Odonata of the world. Comparative Cytogenetics 14(4): 501–540. 
https://doi.org/10.3897/CompCytogen.v14.i4.57062

Kuznetsova VG, Maryańska-Nadachowska A, Shapoval NA, Anokhin BA, Shapoval AP (2018) 
Cytogenetic characterization of eight Odonata species originating from the Curonian Spit (the 
Baltic Sea, Russia) using C-banding and FISH with 18S rDNA and telomeric (TTAGG)n probes. 
Cytogenetic and Genome Research 153: 147–157. https://doi.org/10.1159/000486088

https://doi.org/10.1139/g05-063
https://doi.org/10.1007/s004120050346
https://doi.org/10.1007/s004120050346
https://doi.org/10.1186/s12862-016-0868-9
https://doi.org/10.1186/s12862-016-0868-9
https://doi.org/10.1146/annurev-genet-102209-163600
https://doi.org/10.1007/BF01787346
https://doi.org/10.1007/BF01787347
https://doi.org/10.1007/BF00156136
https://doi.org/10.3897/CompCytogen.v14.i4.57062
https://doi.org/10.1159/000486088


Liliana M. Mola et al.  /  CompCytogen 15(4): 355–374 (2021)372

Kuznetsova VG, Maryańska-Nadachowska A, Anokhin BA, Shapoval NA, Shapoval AP (2020) 
Chromosomal analysis of eight species of dragonflies (Anisoptera) and damselflies (Zy-
goptera) using conventional cytogenetics and FISH: insights into the karyotype evolution 
of the ancient insect order Odonata. Journal of Zoological Systematics and Evolutionary 
Research 58: 1–13. https://doi.org/10.1111/jzs.12429

Lozano F, del Palacio A, Ramos L, Muzón J (2020) The Odonata of Argentina: state of knowl-
edge and updated checklist. International Journal of Odonatology 23(2): 113–153. https://
doi.org/10.1080/13887890.2020.1737585

Mauffray WF, Tennessen KJ (2019) A catalogue and historical study of the Odonata of Ecua-
dor. Zootaxa 4628 (1): 1–265. https://doi.org/10.11646/zootaxa.4628.1.1

Mola LM (1996) Meiotic studies in nine species of Erythrodiplax (Libellulidae, Odonata). Neo-
XY sex chromosome system in Erythrodiplax media. Cytologia 61: 349–357. https://doi.
org/10.1508/cytologia.61.349

Mola LM (2007) Cytogenetics of American Odonata. In: Tyagi BK (Ed.) Odonata: Biology of 
Dragonflies. Scientific Publishers, India, 153–173.

Mola LM, Papeschi AG (2006) Holokinetic chromosomes at a glance. Journal of Basic & 
Applied Genetics 17(1): 17–33.

Mola LM, Papeschi AG, Carrillo ET (1999) Cytogenetics of seven species of dragonflies. 
Hereditas 131: 147–153. https://doi.org/10.1111/j.1601-5223.1999.00147.x

Nokkala S, Laukkanen A, Nokkala C (2002) Mitotic and meiotic chromosomes in Somatochlo-
ra metallica (Corduliidae, Odonata). The absence of localized centromeres and inverted 
meiosis. Hereditas 136: 7–12. https://doi.org/10.1034/j.1601-5223.2002.1360102.x

Oksala T (1943) Zytologische Studien an Odonaten I. Chromosomenverhältnisse bei der Gat-
tung Aeschna mit besonderer Berücksichtigung der postreduktionellen Teilung der Biva-
lente. Annales Academiae Scientiarum Fennicae (A) IV, Biologica (4): 1–64.

Palacios-Gimenez OM, Marti DA, Cabral-de-Mello DC (2015) Neo-sex chromosomes of 
Ronderosia bergii: insight into the evolution of sex chromosomes in grasshoppers. Chromo-
soma 124(3): 353–365. https://doi.org/10.1007/s00412-015-0505-1

Palacios-Gimenez OM, Milani D, Lemos B, Castillo ER, Martí DA, Ramos E, Martins C, 
Cabral-de-Mello DC (2018) Uncovering the evolutionary history of neo-XY sex chromo-
somes in the grasshopper Ronderosia bergii (Orthoptera, Melanoplinae) through satellite 
DNA analysis. BMC Evolutionary Biology 18(2): 1–10. https://doi.org/10.1186/s12862-
017-1113-x

Paulson DR (1998) The distribution and relative abundance of the sibling species Orthemis fer-
ruginea (Fabricius, 1775) and O. discolor (Burmeister, 1839) in North and Middle America 
(Anisoptera: Libellulidae). International Journal of Odonatology 1(1): 89–93. https://doi.
org/10.1080/13887890.1998.9748094

Perepelov E, Bugrov AG (2001) C-heterochromatin in chromosomes of Ophiogomphus cecilia 
cecilia (Four.) (Anisoptera: Gomphidae) with notes on the sex chromosome origin in the 
species. Caryologia 54(2): 169–172. https://doi.org/10.1080/00087114.2001.10589224

Perepelov E, Bugrov AG (2002) Constitutive heterochromatin in chromosomes of some Aesh-
nidae, with notes on the formation of the neo-XY/neo-XX mode of sex determination in 
Aeshna (Anisoptera). Odonatologica 31(1): 77–83.

https://doi.org/10.1111/jzs.12429
https://doi.org/10.1080/13887890.2020.1737585
https://doi.org/10.1080/13887890.2020.1737585
https://doi.org/10.11646/zootaxa.4628.1.1
https://doi.org/10.1508/cytologia.61.349
https://doi.org/10.1508/cytologia.61.349
https://doi.org/10.1111/j.1601-5223.1999.00147.x
https://doi.org/10.1034/j.1601-5223.2002.1360102.x
https://doi.org/10.1007/s00412-015-0505-1
https://doi.org/10.1186/s12862-017-1113-x
https://doi.org/10.1186/s12862-017-1113-x
https://doi.org/10.1080/13887890.1998.9748094
https://doi.org/10.1080/13887890.1998.9748094
https://doi.org/10.1080/00087114.2001.10589224


High karyotypic variation in Orthemis (Odonata) 373

Perepelov EA, Bugrov AG, Warchałowska-Śliwa E (1998) C-banded karyotypes of some drag-
onfly species from Russia. Folia biologica (Kraków) 46(3): 137–142.

Perepelov EA, Bugrov AG, Warchałowska-Śliwa E (2001) C-banded karyotypes of some drag-
onfly species from Russia. II. The families Cordulegasteridae, Corduliidae and Gomphidae. 
Folia biologica (Kraków) 49(3–4): 175–178.

Prasad K, Thomas KI (1992) C-band pattern homogeneity in dragonflies (Odonata). Caryolo-
gia 45: 57–68. https://doi.org/10.1080/00087114.1992.10797211

Rebagliati PJ, Papeschi AG, Mola LM (2003) Meiosis and fluorescent banding in Edessa medit-
abunda and Edessa rufomarginata (Heteroptera: Pentatomidae: Edessinae). European Jour-
nal of Entomology 100: 11–18. https://doi.org/10.14411/eje.2003.002

Redi CA, Garagna S, Zacharias H, Zuccotti M, Capanna E (2001) The other chromatin. Chro-
mosoma 110: 136–147. https://doi.org/10.1007/s004120000114

Sahara K, Yoshido A, Traut W (2012) Sex chromosome evolution in moths and butterflies. 
Chromosome Research 20: 83–94. https://doi.org/10.1007/s10577-011-9262-z

Souza Bueno AM (1982) Estudos cromossomicos na ordem Odonata. M. Sc. Thesis, Universi-
dad Estatal Paulista, 140 pp.

Steinemann M, Steinemann S (1998) Enigma of Y chromosome degeneration: neo-Y and neo-
X chromosomes of Drosophila miranda a model for sex chromosome evolution. Genetica 
102-103: 409–420. https://doi.org/10.1023/A:1017058119760

Straub T (2003) Heterochromatin Dynamics. PLoS Biology 1(1): e14. https://doi.org/10.1371/
journal.pbio.0000014

Suzuki KJ, Saitoh K (1988) Germ-line chromosomes of two species of Dadivíus with special ref-
erence to the sex chromosomes (Anisoptera, Gomphidae). Odonatologia 17(3): 275–280.

Vítková M, Fuková I, Kubícková S, Marec F (2007) Molecular divergence of the W chromo-
somes in pyralid moths (Lepidoptera). Chromosome Research 15: 917–930. https://doi.
org/10.1007/s10577-007-1173-7

von Ellenrieder N (2012) The levis group of Orthemis revisited: a sinopsis including a syn-
onymy and description of six new species of Orthemis from South America (Odonata: 
Libellulidae). International Journal of Odonatology 15(3): 115–207. https://doi.org/10.1
080/13887890.2012.688186

Walia GK, Chahal SS (2014) Distribution of constitutive heterochromatin and nucleolar or-
ganizer regions in two species of family Gomphidae (Odonata: Anisoptera). Nucleus 57: 
223–227. https://doi.org/10.1007/s13237-014-0122-z

Walia GK, Chahal SS (2018) Cytogenetic characterization of Macromia moorei Selys, 1874 of 
family Macromiidae (Odonata: Anisoptera) from India by C-banding, silver nitrate stain-
ing and sequence specific staining. International Journal of Life Sciences Research 6(2): 
64–68.

Walia GK, Chahal SS (2019) Cytogenetic report on Cordulegaster brevistigma and Watanabeo-
petalia atkinsoni (Odonata: Cordulegastridae, Chlorogomphidae). Odonatologica 48(1–
2): 101–113.

Walia GK, Chahal SS (2020) Linear differentiation of chromosomes of Anisogomphus bivit-
tatus Selys, 1854 from India (Odonata: Anisoptera: Gomphidae). International Journal of 
Entomology 5(2): 120–122.

https://doi.org/10.1080/00087114.1992.10797211
https://doi.org/10.14411/eje.2003.002
https://doi.org/10.1007/s004120000114
https://doi.org/10.1007/s10577-011-9262-z
https://doi.org/10.1023/A:1017058119760
https://doi.org/10.1371/journal.pbio.0000014
https://doi.org/10.1371/journal.pbio.0000014
https://doi.org/10.1007/s10577-007-1173-7
https://doi.org/10.1007/s10577-007-1173-7
https://doi.org/10.1080/13887890.2012.688186
https://doi.org/10.1080/13887890.2012.688186
https://doi.org/10.1007/s13237-014-0122-z


Liliana M. Mola et al.  /  CompCytogen 15(4): 355–374 (2021)374

Walia GK, Devi M (2018) Distribution of constitutive heterochromatin in four species of 
genus Copera of family Platycnemididae (Odonata: Zygoptera) from India. International 
Journal of Life Sciences 6(2): 457–461.

Walia GK, Devi M (2020) Cytogenetic data of subfamily Disparoneurinae (Odonata: Zygop-
tera: Platycnemididae) based on localization of C-heterochromatin, AgNOR’s and AT-GC 
regions. International Journal of Entomology Research 5(2): 70–73.

Walia GK, Katnoria N (2017) Linear characterization of chromosomes in two species of family 
Euphaeidae (Odonata: Zygoptera). International Journal of Entomology Research 2(4): 
75–78.

Walia GK, Katnoria N (2018) Morphological variation in the chromosome complement of 
Neurobasis chinensis chinensis of family Calopterygidae (Odonata: Zygoptera). Internation-
al Journal of Life Sciences Research 6(4): 260–266.

Walia GK, Somal DS (2019) Cytogenetic report on Gynacantha subinterrupta Rambur, 1842 
of family Aeshnidae (Odonata: Anisoptera) from Himachal Pradesh, India. Journal of Ad-
vanced Zoology 40(2): 128–135.

Walia GK, Chahal SS, Babu R (2016a) Cytogenetic report on Gynacanthaeschna sikkima from 
India (Odonata: Aeshnidae). Odonatologica 45: 87–94.

Walia GK, Kaur H, Kaur J (2016b) C-Banding and Ag-NOR staining on Neurobasis chinensis 
chinensis (Linnaeus) of family Clopterygidae from Himachaln Pradesh, India (Odonata: 
Zygoptera). Cytologia 81(2): 175–178. https://doi.org/10.1508/cytologia.81.175

Walia GK, Chahal SS, Somal DS (2018a) Chromosome observations based on C-banding, 
Ag-NOR and sequence-specific staining in two Anax species from India (Odonata: Aesh-
nidae). Odonatologica 47(1–2) 2018: 145–160.

Walia GK, Katnoria N, Gill JK (2018b) Chromosomes of Libellago lineata lineata (Chlo-
rocyphidae: Odonata). Indian Journal of Entomology 80(3): 737–740. https://doi.
org/10.5958/0974-8172.2018.00118.9

Walia GK, Kaur H, Kaur J (2011) Karyotypic variations in the chromosome complement of 
Pantala flavescens (Fabricius) of the family Libellulidae (Anisoptera: Odonata). Cytologia 
76(3): 301–307. https://doi.org/10.1508/cytologia.76.301

Zhou Q, Ellison CE, Kaiser VB, Alekseyenko AA, Gorchakov AA, Bachtorg D (2013) The 
epigenome of evolving Drosophila Neo-Sex Chromosomes: Dosage compensation and 
heterochromatin formation. PLoS Biology 11(11): e1001711. https://doi.org/10.1371/
journal.pbio.1001711

ORCID

Liliana M. Mola https://orcid.org/0000-0003-2511-8067
María Florencia Fourastié https://orcid.org/0000-0002-4039-5858
Silvia Susana Agopian https://orcid.org/0000-0003-1947-4049

https://doi.org/10.1508/cytologia.81.175
https://doi.org/10.5958/0974-8172.2018.00118.9
https://doi.org/10.5958/0974-8172.2018.00118.9
https://doi.org/10.1508/cytologia.76.301
https://doi.org/10.1371/journal.pbio.1001711
https://doi.org/10.1371/journal.pbio.1001711
https://orcid.org/0000-0003-2511-8067
https://orcid.org/0000-0002-4039-5858
https://orcid.org/0000-0003-1947-4049

	High karyotypic variation in Orthemis Hagen, 1861 species, with insights about the neo-XY in Orthemis ambinigra Calvert, 1909 (Libellulidae, Odonata)
	Abstract
	Introduction
	Methods
	Results
	Heterochromatin characterization

	Discussion
	Karyotype evolution in the genus Orthemis
	Heterochromatin distribution, quantity and base pair richness
	Characterization and origin of the neo-XY in Orthemis ambinigra

	Acknowledgements
	References
	ORCID

